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DESCRIPTION 

The determination of a DNA profile for legal and investigative purposes is known as DNA profiling. As technology 

develops and enables for more information to be determined with less beginning material, DNA analysis procedures 

have altered multiple times over the years. The statistical calculation of rarity is produced within a population is 

calculated statistically in modern DNA analysis. While DNA profiling is most recognized for its use in forensic 

investigations, it can also be utilised for non-forensic applications. The Restriction Fragment Length Polymorphism 

(RFLP) analysis technique took a long time, and because the repeats were between 9 and 100 base pairs long, 

amplification methods such the polymerase chain reaction could not be performed. This limited the use of RFLP 

to samples with a larger amount of DNA to begin with, and it did not work well with degraded samples. Prior to 

being withdrawn and replaced by newer procedures, Restriction Fragment Length Polymorphism (RFLP) analysis 

was the most common type of analysis done in most forensic laboratories. The polymerase chain reaction was used 

for the first time in forensic DNA testing is done with cell surface receptor protein. Because this technique required 

significantly fewer cells than RFLP analysis, it was more effective for crime scenes that lacked the enormous 

amounts of DNA evidence previously required. The alpha 1 locus was also polymorphic, with numerous alleles that 

might be utilised to narrow down the pool of people who could have produced that result, increasing the likelihood 

of exclusion. The cell surface receptor protein on alpha locus was coupled with other loci in the Polymarker 

commercially available kit. Polymarker was a forerunner to today’s multiplexing kits, allowing researchers to test 

many loci with a single product. While Polymarker was more sensitive than Restriction Fragment Length 

Polymorphism (RFLP) analysis, it lacked the selective strength of previous Restriction Fragment Length 

Polymorphism (RFLP) tests. The first attempt to combine VNTR analysis with PCR for forensic casework was 

AmpFLP. Shorter Variable Number Tandem Repeats (VNTRs), between 8 and 16 base pairs, were utilised in this 

procedure than in Restriction Fragment Length Polymorphism (RFLP) analysis. AmpFLP’s smaller base pair sizes 

were developed to work well with the PCR amplification process. It was believed that by using this technique, the 

discriminating strength of Restriction Fragment Length Polymorphism (RFLP) analysis might be combined with the 

ability to analysed materials with less template DNA or that were otherwise deteriorated. However, because forensic 

labs swiftly moved on to other methodologies, only a few loci were verified for forensic applications to function 

with AmpFLP analysis, limiting its discriminating capacity for forensic materials. The approach was never generally 

adopted however it is still used in some smaller countries since it is less expensive and easier to set up than modern 

systems. By the late 1990s, laboratories have begun to use newer methodologies, such as Short Tandem Repeat 

(STR) analysis. These utilised even shorter DNA fragments that could be amplified more reliably using PCR while 

retaining and increasing the discriminatory strength of prior approaches. 
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Rapid DNA is a “swab in-profile out” device that automates the whole process of DNA extraction, amplification, 

and analysis. Rapid DNA instruments can go from a swab to a DNA profile in as little as 90 minutes, and they do it 

without the need for skilled scientists. These tools are being studied for use in the offender booking process, which 

would allow police personnel to collect the DNA profile of the person arrested. The likelihood that a person randomly  

selected from the population could not be eliminated from the investigated data is calculated using this method. This 

form of match statistic is simple to explain to people without a scientific background in a legal context, but it lacks 

discriminating power because it ignores the suspect’s genotype. When the sample is damaged or contains so many 

contributors that a single profile cannot be identified, this method is typically used. 


