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Epidemiology of cholangiocarcinoma (CCA) is high in Thailand and Southeast Asia. It is distinctly aggressive and poorly studied. In 
this investigation, the role of cholesterol transporters, ATP-binding cassette (ABC) A1 and ABCG1 are studied in HuCCA-1 cell line. 
ABCA1 and ABCG1 transporters are suspected to play a function in CCA lipid homeostasis. Methodology: The expression and 
localization of ABCA1 and ABCG1 were investigated via western blot analysis and immunocytochemistry, respectively. The features 
of ABCA1 and ABCG1 in CCA cells were examined out via cholesterol efflux assay to precise cholesterol acceptor and high-density 
lipoprotein (HDL). ABCG1 transporter was down regulated the use of siRNA interference. Cell phenotypic modifications such as cell 
migration and cholesterol export potential had been found via wound restoration and cholesterol efflux experiments, respectively. 
Findings: ABCA1 and ABCG1 transporters had been expressed in HuCCA-1 cells. Correspondingly, localization of ABCA1 used to 
be exhibited around the nucleus while ABCG1 sample was greater scattered during cytoplasm. Moreover, cholesterol exports by way 
of ABCA1 and ABCG1 to HDL had been observed. While ABCG1 level was down regulated, the retention of ABCA1 expression 
used to be illustrated. Comparable stage of cell migration was displayed between manipulate and ABCG1 silenced cells. In addition, 
there had been no exchange in cholesterol efflux to HDL among these treatments. Conclusion &amp; Significance: This research 
indicated the expressions and cholesterol export function of ABCA1 and ABCG1 in CCA. While silencing ABCG1, there used to be 
no obvious mobile phenotypic traits such as wound recuperation and cholesterol efflux. This guidelines the viable and predominant 
position of ABCA1 transporter in CCA which requires similarly study. This investigation sheds mild on cholesterol biology and viable 
therapeutic target in CCA. Cholangiocarcinoma (CCA) is a fundamental adenocarcinoma and malignancy arising from the epithelium 
of the bile duct. CCA can be labelled through its beginning into intrahepatic, perihilar, and distal CCA. The pathogenesis of CCA is 
poorly understood and needs further investigation. Furthermore, the incidence and mortality price of CCA has improved global over 
past decades and now accounts for 3% of all gastrointestinal malignancies. It is additionally surprisingly common in Southeast Asia 
mainly in Thailand due to the endemic parasitic biliary tract infestation. Lack of tremendous biomarkers makes early prognosis of 
CCA difficult. The incidence of symptoms may not be apparent until the cancer reaches an superior stage resulting in severe results. 
Previous research has pronounced the affiliation of chronic liver diseases, hepatolithiasis, persistent biliary irritation and cholestasis 
with the development of CCA. Under liver inflammation, accumulation of cholesterol was determined and precipitated excessive 
damage to the cells. This shows that cholesterol performs a sizeable position in liver diseases. Bile consisting of cholesterol, 
phospholipids, bilirubin conjugates, bile salts, and poisonous materials is secreted from hepatocytes and passes along bile duct through 
gallbladder or small intestine. Excess cholesterols are excreted via bile and eliminated into feces. Some of the cholesterols and 
unconjugated bile acids can passively diffuse into cholangiocytes. Cholangiocytes have vital roles in enhancing and delivering the bile 
to its destination via secreting bicarbonate and water thus, preventing bile acid diffusion and maintaining the osmolality of the cell. At 
the identical time, cholangiocytes hold their cholesterol homeostasis and form junction preventing the hepatic interstitial tissue from 
these secreted poisonous elements and bile. When the cholestasis occurred by the bile duct obstruction, this led to overexposure of 
cholangiocytes to bile lipid contents and toxic substances. Oxysterols are discovered to be accelerated in bile acids of sufferers with 
biliary tract inflammation. They are cholesterol oxidation derivatives in human bile and activators of the hedgehog signaling pathway 
which associates in cell proliferation, migration, and invasion of CCA. Cholesterol transport is a vital cellular homeostatic mechanism. 
ATP-binding cassette (ABC) A1 and ABCG1 are nicely characterized as cholesterol transporters in a range of cell types. ABCA1 
transports cholesterol and phospholipids to apolipoprotein A-1 (ApoA-1) whilst ABCG1 transports cholesterol to mature high-density 
lipoprotein (HDL). In this context, ABCA1 malfunction is related with atherosclerosis. Cholesterol accumulation causes a decrease in 
the ABCA1 level improving intracellular cholesterol extra in macrophages. This leads to inflammation and cell apoptosis which 
subsequently resulting in atherosclerosis. Furthermore, the ABCA1 characteristic is disrupted through epigenetic alteration of promoter 
hypermethylation in prostate cancer. A reduce in the ABCA1 export ability enhances the accumulation of intracellular cholesterol. 
Extended cholesterol pools are regular with prostate cancer development and aggressiveness. This underlines the significance of 
ABCA1 and cholesterol in diseases and cancers.  
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