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ABSTRACT

New cereal Tritipyrum is a synthetic hexaploid whi@eABBEDED; 2n=6x=42) that is a cross between dpirum
bessarabicum (EbEb; 2n=2x=14), with high potentiaistance to salinity and durum wheat (AABB; 2n=2%).

In this study, the yield and some agricultural tsadf 14 primary Tritipyrum lines with 15 bread vehesultivars
were studied in Complete Randomized Block desitgn3vieplication in 2007 and 2008 (2 years). In fhist year
Stem Length (Cm), Spike Length (Cm), Plant HeiGht)( Awn Length (Cm), Spike Width (Cm), Tillers Hem
Spikes Number, Number of Spikelet per spike, Nuniéernel per Spike, 1000-Kernel Weight (gr) ahd Yield
(Kg.H-1) were measured or were counted and the datdyzed using analysis of variance and GGE bipiethod.

In the first year, 5 superior lines of Tritipyrumitiv best traits among Tritipyrum selected for ewdion
morphological traits in second year. In the secomdr the selected lines with (Ka/Cr)f6 line werealgmed by
analysis of variance and GGE biplot method for DaysGermination, Days to Tilling, Tiller Number, & to
Shoot Emergence , Stem Length (Cm), Number of &eaee main stem, Days to Heading Time, Internodes
Distance (Cm ), Flag Leaf Width (Cm), Flag Leaf ¢fgn(Cm), Spike Number, Spike Length (Cm), SpikenBier
(Cm), Awn Length (Cm) and Yield (Kg.H-1). Resuftswed that there were no significant differencesvben
Tritipyrum lines except for (Ka/bxCr/b)F3 which hadlower yield, maximum Awn Length, Days to Headimg

and minimum Spike Diameter, Internodes DistancemSLength. And so The Spike Length, Spike Diameter,
Number of Spikelet per spike and Internodes Distdmad a high correlation with Yield trait and pragea as
suitable traits for selection of hybrid.

Key words: Primary Tritipyrum LinesThinopyrum besarabicumAgricultural traits, Salt stress, GGE biplot.

INTRODUCTION

Over thousands of years, the wild relatives of gptamts have been identified as vulnerable to steesl live life
like cold, drought, salinity, waterlogging and hasevariety of pests and diseases. Countless crdmsaseen
different species occurred Crop species arise frimdern humans thousands of years, to Agricultucetarthoose
among them. As they were domesticated wild plahisiy ability to produce more and larger graingéased the
genetic heritage of their ancestors lost theimgjile. Breeding methods and cultivars producing lyighd crops has
also reduced the genetic vigor. Genetically modifieops based small number of genetic vulnerakiitghanges in
environmental conditions will be digits [14]. hexaid primary Tritipyrum (AABBEDED; 2n = 6x = 42)hird man-
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made cereal after (Tritordeum) and triticale (Eate). Of the artificial hybrids between durum wh@eABB; 2n =
4x = 28) as rootstock, and coastal salt grassnppyrum bessarabicynas a basis for paternal (EbEb; 2n=2x=14)
and after double their lead to sterile progeny ABEb; 2n = 3x = 21) [12]. Tritipyrum in 350 mM satirvives but
its grown is low on 250 mM salt concentration tizagquivalent to half of the salt sea water [3jthaugh primary
Tritipyrum lines have a homozygous genotype andnabmeiosis but those have very small percentagefertile
seeds, brittle axis of spike and delays [Tif]ticum aestivurL., (2n = 4x = 28; AABBDD) grows in a wide range
of weather conditions around the world, in facts tind of adaptable crops are cereals [13] anceiggly have a
limited germplasm and other biological and envirenital factors are capable of great vulnerabilitigiid 6]. Also
bread wheat with salt threshold 6ds/m is relativelgrant to salinity, but its yield in salinity edition is very
limited [3]. Since more than fifteen agriculturaldabreeding experiments on Tritipyrum compare witme wheat
and triticale lines was performed [8and10]. Tritipy have good ability for hybridization with Whe#ijs result to
more information about the relationship betweenymalrphic traits [2] and it use to transfer of Tpittum
germplasm to wheat and increase the genetic pédl flthough selection based on yield is an ovenajective for
plant breeders, but other traits such as saltaotar, disease and species adaptability are impadntdhne selection
of species. Yield is influenced by several factams the choice of the components can play an irapbrole in the
selection of genotypes tested in the early germsitiBecause genotypes are complex biological sgstso choose
the best option based on various attributes isdggctve. Understand of the relationship betweendharacters is
important to improving choice [21]. Several stétist methods exist for selecting genotypes basediiffarent
characteristics to improving of generations. A nmieethod can mentioned, is GGE biplot, [19]. GGHdiipave a
high ability to explain the relationship betweemggypes and traits and is a plot that simultangodiplays the
effects of entries and the testers [5]. Plant beegdiith this method can consider image of theticriahip between
genotype and the characters portrayed. Based difiteg graphic chart can select appropriate gegpedy In present
research different genotypes of Tritipyrum and wheare compared based on morphological charadtariand
analyzed by ANOVA and GGE biplot. According to inmfamce of the biological stress of drought andnsgliin
Iran and high tolerance of Tritipyrum genotypess#dinity and drought stress, evident importancéhaf research
more and more. Studies of relationship between regnic traits are the best tools for plant breederselect
appropriated genotypes.

MATERIALS AND METHODS

Fourteen Primary Line Tritipyrum with fifteen wheatltivars (Table 1) in two cropping seasons iraadomized
complete block design, with three replicates andl tews and the distance of 20 cm from each othdr2inseeds
per row distance of 5 cm was performed in the fleddulty of Agriculture, Shahid Bahonar UniversitfyKerman.

In order to obtain pure lines in the top row, Seplants based on stem length, panicle lengtmtgieight, awn
length, spike width, tiller number, panicle, numioérspikelets per spike, number of seeds per sgjkan weight

and yield, was carried out. Normality test was @erfed using SAS software. After the normality tdsta, Using
analysis of variance and GGE biplot method Genatypere selected. In the second year, similar tditstemethod

and experimental design, and genotypes were teFiedlly, the results of the tests required by iiefee. In

addition to the attributes of the first year, daygermination, days to tilling, days to stem enegige, number of
leaves on the main stem, days to heading, distdength, flag leaf width, flag leaf length, panidlength and
panicle diameter, measured and evaluated in thendegear. After data collection, correlation andlgsis of

variance of the data was performed using SAS softwand GGE biplot software for interpreting thetaland

drawing diagrams Biplat correlation was used.

Yi—p=B;=h&umj +A LM +&;

The Yij average i genotypes in j of the traits and average Totapj average traits of j ant, and), eigenvalues
are the first and second componerdis. and &i, eigenvectors genotypic ang,and nj, The first and second
components are vectors of attributegthe remaining genotypes i in adjective j. UsBiplat relationship between
the characteristics of different soybean genotyperse evaluated. And the proposal Biplat methodfulider the
selection of genotypes in breeding programs, eafigdn the early generations of selection [20].
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Table 1 - Genotype of wheat and Tritipyrum used irthis study

Genotypes abbreviation
Sefidkhosheh s
Roshan ek
Omid ok
Octa ek
Niknejad ok
Baft ok
Morvarid ok
M757 sk
Kavir sk
Alvand ok
Catlicum ek
Dhaploid ok
Falat ok
Crifla ek
Chamran ok

Stewart / Th.bessarabicum x Creso / Th.bessarabiegm (St/b x Cr/b) F4
Stewart / Th.bessarabicum x Creso / Th.bessarabicum (St/bxCr/b)
Karim /Th.bessarabicum x creso F3/ Th.bessarabicum (Ka/bxCr/b)_F3

Stewart / Th.bessarabicum (St/b)
Stewart / Th.bessarabicum (Cr/b)
Creso / Th.bessarabicum (Ma/b)
Macoum / Th.bessarabicum (Ka/b)
Karim / Th.bessarabicum (Ka/b)

Karim / Th.bessarabicum x Creso / Th.bessarabicm F (Ka/bxCr/b)F5
Karim / Th.bessarabicum x Creso / Th.bessarabicum  (Ka/bxCr/b)
Karim / Th.bessarabicum x Creso / Th.bessarabic2m F (Ka/bxCr/b)F2
Neodure/ Th.bessarabicum (Ne/b)

Chinse spring/ Th.bessarabicum (Cs/b)
Aziziah/ Th.bessarabicum (Az/b)
Langdon/ Th.bessarabicum (La(4a.4d) /b)

RESULTS AND DISCUSSION

Analysis of variance and mean comparison for tret fiear of genotypes showed significant differsniceall traits
except tiller between genotypes within a spikeAgerage results for all traits in the range of 59%nsficant
comparisons were between genotypes (Table 2). Alalbsultivars had higher performance than Tritioy lines.
Tritipyrum lines and yield of wheat lines could ratmpete with. To facilitate selection, also ndtess correlation
between traits was calculated (Table 3). Also hia@en reported a significant positive correlatiotween grain
yield, grain number and grain weight [15and1]. Tingh correlation between traits due to the incrdasember of
spikes per plant, number of tillers tiller pani¢deup to nature. But they do not seem to have mogyact on
performance. Perhaps one reason for this lacklafioaship between reduced fertility and extreetsl plant waste
energy and produce more straw. Seems to increaseutnber of spikes in a desert climate, and tiltiagfs are not
suitable for increased performance. Plant a graip,ccorrected to limit tilling can be used to redwvaste water in
drought conditions. Overall, in terms of accesw#ber, adequate food, and good conditions can loalgxpected to
increase the number of tillers plant performanazdase, otherwise reduce performance and increabsefector
can be a great role in increasing production [B3jce it is valid examining individual traits alqrie GGE biplot
multivariate method for comparing the genotypes taits coupled to the evaluation results (Fig.lf)Fig. 1, the
first and second components, respectively, 45% &8¢l df the total variance was explained. The timéesfta the
data and the lack of acceptance of a scale megstmits, data scale 1 or using the standard dewiatvere
standardized. In this diagram, the angle betweenvéittors of each character traits displayed oerotise cosine
vector angle characteristics or traits of the ggmes$ indicated. Based on this study, a correlabetween grain
weight, yield, plant height, stem height there (Rij The bi-plot analysis of approximately 90 Yknbetween the
traits of panicle and tiller number and paniclegignwere reported. These results were in agreemiémthe results
of the correlation table (Table 3), (Fig. 1). Iresed number of tillers and panicles of environmesgaditions can
increase food intake by tillers and reduced repctde tillers and the hollow of the spike [9]. Avawn length
impact on performance because the last part optbeess of photosynthesis in the plant stops. Garetore play
an important role in grain filling, especially imydconditions and is Tension. In a study to evauhe effect on
wheat flag leaf and awn removal on grain yield wase removes the flag leaf of 1.7 percent decraayéeld,
While the removal of awn and 1.9 respectively amth as an important source for the production oinaitstes for
grain filling were reported [5]. Awn of the graiillihg and grain yield under rainfed conditionsn®re important
than the character takes effect. They are trai$ Hiector performance is 90 degrees and no caomelatith
performance independent of performance. Furtherntbeerelationship between the traits, the relatidm between
genotypes in this study and reported so that tligpeavector genotypes vyield is less, it is higheg(R). In this
study, genotypes Krifla, sefid khushe, Omid, Ola575, showed a very high correlation with yielder@®types
Alvand, Chamran, Roshan and (Cs/b) Were followea@y vector length and angle with respect to tte fjroup,
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the difference was more significant yield. Yieldmated with the number of spikelets per panialen length and
the traits within a spike of smaller scale and nendf seeds per panicle showed a positive coroglati

Table 2 - Comparison of traits in wheat genotypesral Tritipyrum lines in first year

Stem

Spike

Plant

Awn

Spike

Number of ears

Number of spikelets

Number of seeds

Thousand grain

Genotypes length length height length width Tiller per plant per spike per spike weight Vield
Alvand 5.80 9.50 6.40 7.90 9.90 1.30 8.40 1.40 4.40 3.40 2.0
(Az/b) 4.80 8.70 5.60 9.40 7.70 1,20 6.0 9.10 2.90 3.40 801
Baft 4.90 8.30 5.30 5.20 8.90 1.20 7.30 1.20 3.90 803 1.10
Kaltikom 5.90 0.30 6.10 7.70 9.50 2.20 1.80 1.10 4.50 3.70 1.90
7.70Chamran 5.10 8.90 5.70 6.0 9.50 1.80 9.20 1.70 5.10 3.20 .90 2
(Crl/ b) 4.60 9.30 5.90 1.80 6.80 3.50 2.10 9.50 2.80 3.20 1.20
Krifla 7.0 1.20 8.40 8.60 1.0 1.90 1.70 2.70 4.10 4.30 2.20
(Cs/ b) 7.0 7.20 7.20 3.40 1.0 1.70 9.70 2.40 5.10 3.90 301
Doubled haploid 5.50 9.20 6.70 6.60 9.30 2.30 1.40 1.80 3.80 3.80 1.80
Falat 6.90 1.60 7.60 6.30 7.30 2.0 1.20 1.50 3.40 803 1.80
(Ka/ b) 4.80 9.0 5.80 2.80 8.50 1.90 7.10 1.90 3.30 3.80 .60 1
(Ka/ b xCr/ b) 4.0 0.40 5.20 2.60 9.30 1.90 1.0 1.0 3.80 3.30 01.9
(Ka/ b xCr/b)F2 4.80 1.0 5.80 2.80 7.80 1.50 1.50 1.30 2.50 3.70 301
(Ka/ b xCr/b)F3 4.90 9.60 6.60 1.50 6.40 1.80 8.10 7.0 2.50 3.90 201
(Ka/ b xCr/b)F5 4.90 9.80 5.70 1.70 8.80 2.50 1.40 8.90 3.40 3.60 1.70
Kavir 5.50 8.70 6.20 6.80 7.70 1.80 8.0 10.70 3.30 4.60 1.50
(La(4A.4D)/b) 4.20 9.20 5.40 3.80 7.20 1.70 1.30 8.30 2.80 2.0 801
M575 5.60 1.50 6.20 5.30 7.30 1.60 1.40 1.60 2.30 805 2.70
(Ma/ b) 5.20 9.40 6.70 1.50 7.90 2.60 1.30 1.70 3.60 3.0 301
MORVARID 6.20 8.80 7.90 9.40 9.40 1.90 8.90 1.30 4.10 4.80 2.20
(Ne/ b) 4.30 9.40 5.60 2.90 5.90 7.70 3.20 9.0 2.20 3.80 309
Niknejad 5.70 9.30 5.10 5.50 7.50 1.70 1.0 1.10 4.90 3.70 1.20
Akta 7.70 1.10 8.70 6.10 9.90 2.80 1.90 2.30 3.80 804 2.0
Omid 6.80 1.40 7.20 5.90 9.30 2.50 8.50 1.30 4.10 .90 4 2.90
Roshan 6.30 1.0 7.30 1.60 7.30 1.90 7.30 1.60 3.40 3.70 701
White khushe 6.0 0.60 7.50 1.30 9.40 2.0 1.80 1.20 4.50 4.20 80 2.
(St/ b) 5.40 1.0 6.40 1.90 6.50 1.0 8.50 9.50 3.20 3.50 60 1.
(St/ b x Crib)F4 5.80 1.20 6.0 1.10 6.80 3.30 1.70 9.40 3.70 3.40 201
(St/ b xCr/ b) 4.30 8.30 5.70 2.80 9.30 2.80 9.20 1.50 3.40 2.10 1.50

Significance range 5% 2.9 3.73 2.5 3.63 3.4 1.94 6.73 5.47 1.25 8.79 6 3.
Table 3 - Correlation between the characters in théirst year
SL SPKL ~ HGT ~ AWNL  WIDSPK TIL EAR SSPK ~ NSED ~ WGTS YLD
SL 100
SPKL 073 1.00
HGT 098 08I 1.00
AWNL 0.44  0.38¢ 0.45 1.00
wIDSPK 071 058 070 0.59" 1.00
TIL 044 060" 049 0.10™ 0.30™ 1.00
EAR -0.14¢  0.10™ -0.15 -0.37 -0.39  0.10™ 1.00
SSPK 080 054 076 0.54" 0.79° 020" -0.29™ 1.00
NSED 044 030% 044 0.66" 072" 0.24™ -0.37 055 1.00
WGTS 0.48 044 050 0.56 0.62° 0.35* -0.16™ 042 070 1.00
YLD 0.36  0.13™ 0.37 0.71" 0.48  0.01™ -0.50  0.33  0.61" 0.67" 1.00

ns, * and ** not significance of 5% and 1% sigcéfince level respectively.

These traits can be attributed to the followingecia for selection of genotypes with higher perfance traits are
the first group (Fig. 1). Since wheat cultivars gtgal to the growing conditions of crops and moamntfiritipyrum
lines are, therefore, more of the yield of wheagd intersect Tritipyrum was a reasonable expectaBut because
the major objective of this trial was to evaluated acompare the lines Tritipyrum a new grain, mostiiyeat
genotypes played a role in this experiment andctiele of wheat genotypes for the next generati@tdad year)
was skipped and the intersection numbers Tritipyvere selected.

Results showed that online (Cr / b) positively etated with the highest number of tiller and pamiolumber of
vectors. These results are in complete agreeméhttlé mean comparison table (Table 2) (Fig. 130Adenotypes
(Ne / b) and (Az / b) with an angle of approximat#BO degrees (cosine of angle equal to -1) reptegbe yield
that low performance was studied and it was in &gteement with the results of the mean compariabte.

Combining multiple analytical methods can indicBiplat such as analysis of variance, correlatioalgsis and
comparison of these methods mean that the invéistigalso graphics were used to facilitate the ustdading of
the relationships between traits and genotypes.
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Fig 1. Biplot diagram wheat genotypes, Tritipyrum and attributes in first year

In general, using analysis of variance and compasi©f means and methods Biplat Chamran cultivaflakand

White lhushe performance at the highest levels betwgenotypes and lines (Ne/b), (Az/b) and (Karkb) F3,

respectively, had the lowest vyieldLines (St / b), (Cr/b), (Ka/b x Cr/b) F5, (Ma /bnd (Ka/b x Cr/b) F2,
respectively, the highest yield among lines Tritipy allocated (table 2) and tested for additionakstigation in
the second year. In the second year than thefz'at more characters were taking notes, but alste sof the

characters were different than the first year. @o& of the work involved in all aspects of plamtits and selects it.
And therefore was trying to use the maximum characfor selection. Analysis of variance showedgmificant

difference between the measured yield, days aritily), tiller number, days to stem emergence, slkemgfth, days to
heading, internode distance, diameter, spiking awd length exist. Mean comparisons (Table 4) showed
significant difference between the lines in theosetyear the yield was Tritipyrum except online fiKa Cr/b) F3

function was less compared to other lines.

The results with the results of the genotypes wWwitth Biplat chart in order to put a positive ficgimponent axis
line (Ka/b x Cr/b) F3 is placed on the left sidetloé axis of the first component of the agreemeimte (Ka/b x
Cr/b) F3 Most awn length, days to heading and dayhoot, and the minimum diameter of the spike,rtinimum
interval length and minimum length showed the hgglproportion (Table 4). Panicle length, panicletj number
of spikelets per panicle and internode length stibaehigh correlation with yield traits for selectiof hybrid
crosses (Table 5). Yield traits in the second sylieneter, internode distance and trait spikes shioavsignificant
positive correlation (Table 5). The results witle tfesults of the mean comparisons (Table 4) anthBiiagram
(Fig.2) were in complete agreement. Perfectly riegt correlated with yield traits, germination &mleaf wide,
length of the awn and tilling time was reporteldne (Ka/b x Cr/b) F3, which had the lowest yiedayn highest and
lowest average diameter of the spike that expressesonclusion that most of the food consumedhénspike and
therefore has spent longer awn spikes can't beedpi fill. Due to the low degree of freedom, sfigaint
correlations between traits (Table 5) was foundiglher levels, some of the traits were significathrrelated with
each other were not acceptable. Therefore, thehgrhthe relationship between traits and genotBiptat well be
traced to the interpretation of the results waslubegeneral, using the results Biplat lines (Maftd Ka/bxCr/b)f6
the number of spikelets per panicle traits, intdméength, stem length, leaf length, flag linesxréellence and is
recommended to modify the characteristics of thediused in hybrid crosses. Line (Ka/b x Cr/b) a& tays to
heading, days to emergence, stem length and daawricemergence showed a high correlation betwdlerirg.
Seems to be related to the characteristics and faai breeding lines with characteristics of lmtdetter to use this
line in hybrid crosses (Fig. 2).
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Table 4 - Comparison lines in the second evaluation

Genotype IeAr‘:\éTh spike diameter Spike length No. of spikelet in spike Flag leaf length  Flag leaf wide Internode distance Heading time No. of leaf ~ Stem length  shoot emergence time Tiller No.  time Tillering Germination time yield
(Cr/b) 4.0 9.0 8.0 1.0 12.0 7.0 14.0 136.0 3.0 58 09 1 10 100 70 1170
(St/b) 3.0 8.0 9.0 1.0 13.0 6.0 16.0 141.0 2.0 55 09 1 11 101 69 1230
(Ka/bxCr/b)f6 6.0 7.0 8.0 1.0 14.0 8.0 18.0 136.0 02 63 111 15 101 71 1160
(Ma/b) 4.0 9.0 9.0 1.0 13.0 8.0 18.0 145.0 3.0 57 121 13 104 72 1240
(Ka/Cr)f6 5.0 7.0 9.0 1.0 13.0 6.0 17.0 150.0 3.0 16 118 11 102 71 1180
(Ka/bxCr/b)f3 1.0 1.0 8.0 9.0 12.0 8.0 8.0 160.0 27. 54 136 8 105 71 980
el
ERY Ry e 1.6 3.6 2.1 4.2 3.2 1.1 1.4 2.23 5.1 1.6 5.19 8.4 39 1.3 6.170
(%)

Table 5 - Traits correlation in Tritipyrum genotypes in the secondary year
GER TIL NOFTILSHOOT SL NOFLSPEKNOFNOLCDISNODWIDFL FL SSPKSPKLSPKDIMAWNLYLD
GERM 1
TIL 0.73 1.00
NOFTIL 0.53 0.47™ 1.00
SHOOT 0.32° 0.31™ -0.10™ 1.00
SL 0.33%-0.16™ 0.42™ 0.47™ 1.00
NOFL  0.30™ 0.11"™ -0.24™ -0.49™-0.49™ 1.00
SPEK  0.21° 0.57™ -0.19™ 0.84" -0.05™-0.36™ 1.00
NOFNODO0.11™-0.36™ 0.62™ -0.33™ 0.67" -0.17™-0.72" 1.00
DISNOD 0.55* 0.69" 0.82" 0.41™ 0.43™-0.520.40™ 0.21™  1.00
WIDFL 0.78" 0.58™ 0.66" -0.33™ 0.01™ 0.55™-0.30™ 0.32™ 0.37™ 1.00
FL 0.54™ 0.46™ 0.97" 0.14™ 0.59™-0.42"-0.02™ 0.60™ 0.90" 0.52™ 1.00
SSPK  0.55° 0.84" 0.81" 0.00™ -0.05™-0.11™0.22™ 0.05™ 0.84" 0.64° 0.75 1.00
SPKL 057 0.75 0.19™ 0.86" 0.23™-0.33™0.90" -0.43™ 0.68" 0.05™ 0.35™ 0.46™ 1.00
SPKDIM 0.37" 0.18™ -0.33™ -0.31™-0.47™0.98"-0.18™ -0.30™ -0.50™ 0.49™ -0.46™-0.13™-0.17" 1.00
AWNL  0.29™-0.06™ 0.52™ 0.51™ 0.97" -0.66° 0.06™ 0.63° 0.59™ -0.03™ 0.70" 0.10™ 0.33™ -0.64" 1.00
YLD 0.84" 0.40™ 0.13™ 0.07™ 0.14™0.71"-0.07" 0.06™ 0.01™ 0.7Z2 0.09™ 0.12™ 0.20™ 0.76" -0.02"1.00
ns, * and ** not significance of 5% and 1% sigodfnce level respectively.
14
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Fig 2. Biplat plot lines and characters Tritipyrum.second year

In general, using the first two components in theEbiplot technique in 73% of the total variance waplained.
And 27% by other components that are not visiblaatwo-dimensional plane is justified. Vectordesfgth Biplat
center had more ability than the interpretationhef vectors of length less Biplat have. Componasisg principal
component analysis in the model remain better wtdleding of the relationship between genotypesteaits to
offer all of the components or the original datasinatilities have been removed from the model bseaf noise
(Noise) or the lack of structural data and utitithat remain in the model, with minimal noise @tad with
structural. Noise data are some of the contribgtihat have no specific trend data are not justifi§. Another
benefit of using PCA is to reduce the data dimewsiand the internal consistency of data is higk, data
associated with the first two components showedaph and a tangible link between distinct datacstires [4].
Biplat general method, a new line with Tritipyrumds were selected in the first year of analystsictv showed no
significant difference between the 5 lines. Eaclheflines in the second year of the study showgeduperiority in
terms of some attributes. And used for hybrid aeeser eliminating weaknesses and strengthening ig®od
genotypes are recommended.
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